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BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEWED/SLANTED IMAGES 
COLORED PHOTOS 

BLACK OR VERY BLACK AND WHITE DARK PHOTOS 
GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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FIG. 1 



75 150 

GGCAATTTCTGAGAGGCAACAGGCGGCAGGTCTCAGCCTAGAGAGGGCCCTGAACTACTTTGCT^ 

MPAMVPGWNBGNI 
225 300 

TRSKAEELLSRAGKDGSPLVRASBSIPRAYALCVLPRNCVYTYRILPNED 

375 450 
ATAAATTCACTGTTCAGGCATCCGAAGGTGTCCCCATGAGGTTCTTCACGAAGCTGGACCAGCTCATCGACTTTTACAAGAAGG 

DKFTVQASEGVPMRFFTKLDQLIDFYKRENMGLVTHLQYPVPLEEEDAID 

525 600 
AGGCTGAGGAGGACACTGTAGAAAGTGTCATGTCACCACCTGAGCTGCCTCCCAGAAACATTCCTATGTCTGCC^ 

EABEDTVBSVMSPPELPPRNIPMSAGPSEAKDLPLATBNPRAPEVTRLSL 

675 750 
CCGAGACACTGTTTCAGCGTCTACAGAGCATGGATACCAGTGGGCTTCCCGAGGAGCACCTGAAAGCCATCCAGGATTATCTGAGCACTC^ 

SBTLFQRLQSMDTSGLPEEHLKAIQDYLSTQLLLDSDPLKTGSSNLPHLK 
784 

AGCTGATGTCACTGCTCTGCAAGGAGCTCCATGG 
KLMSLLCKELHG 

1 45(785) 75 150 

GTTCCCACTAGTTGTTGAACTTTACCITOAACCTCTGCTCCCAGGGAAGTCATCAGGACTCTGCCATC^ 

225 300 

~ VAKLSQLTSLLSSIEDKVKSLLHBGSBSTNRRSLIPPVTPEVKSBS 

375 450 
CTGGGCATTCCTCAGAAAATGCATCTCAAAGTGGACGTTGAGTCTGGGAAACTGATCGTTAAGAAGTCCAAGGATGGTTCTGAGGA 
LGIPQKMHLKVDVESGKLIVKKSKDGSBDKFYSHKKILQLIKSQKPLNKL 

525 600 

GTGATTTTGGTGGAGACGGAGAAGGAGAAAATCCTGAGGAAGGAATATGTTTTTGCTGACTCTAAGAA 
VILVETBKBK ILRKEYVFADSKKRE GFCQLLQQMKN K H S EQPBPDMIT I F 

675 750 
ATTGGCACTTGGAACATGGGTAATGCACCCCCTCCCAAGAAGATCACGTCCTGGTTTCTCTCCAAGGGGCAGGGAAAGACACGGGACGACTCTGCTGACTACATCCCCCATG 
IGTWNMGNAPPPKKITSWFLSKGQGKTRDDSADYI PHD I YVIGTQEDPLG 

825 900 
GAGAAGGAGTGGCTGGAGCTACTCAGGCACTCCCTGCAAGAAGTCACCAGCATGACATTTAAAACAGTTGCCATCCACACCCT^ 
EKBWLELLRHSLQEVT S MTFKTVAIHTLWN IR IVVLAKPEHENRISH IC T 

975 1050 

GACAACGTGAAGACAGGCATCGCCAACACCCTGGGAAACAAGGGAGCAGTGGGAGTGTCCTTCATC 
DNVKTGIANTLGNKGAVGVSFMFNGTSLGFVNSHLTSGSBKKLRRNQNYM 

1125 1200 
AACATCCTGCGGTTCCTGGCCCTGGGAGACAAGAAGCTAAGCCCATTTAACATCACCCACCGCTTCACCCACCTCTTCTGGCTTGGGGATCTCAACTACCGCGTGGAGCTGCC 
NILRPLALGDKKLSPFNITHRFTHLFWLGDLNYRVELPTWEAEAIIQKIK 

1275 1350 

CAACAGCAGTATTCAGACCTTCTGGCCCACGACCAACTGCTCCTGGAGAGGAAGGACCAGAAGGTCTTCCT 
QQQYSDLLAHDQLLLBRKDQKVFLHFEBEEITFAPTYRFERLTRDKYAYT 

1425 1500 
AAGCAGAAAGCAACAGGGATGAAGTACAACTTGCCGTCCTGGTGCGACCGAGTCCTCTGGAAGTCTTACCCGCTGGTGCATGTGGTCTGTCAGTCCTATGGCAGTACCAGTGACAT 
KQKATGHKYNLPSWCDRVLWKSYPLVHVVCQSYGSTSOIHTSDHSPVFAT 

1575 1650 
TTTGAAGCGGGAGTCACATCTCAATTCGTCTCCAAGAATGGTCCTGGCACTGTAGATAGCCAAGGGCAGATCGAGTTTCTTGCATGCTACGCCACACTGAAGACCAAGTCCCAG 
PEAGVTSQFVSKNGPGTVDSQGQIBFLACYATLKTKSQTKFYLBFHSSCL 

1725 1800 
GAGAGTTTTGTCAAGAGTCAGGAAGGAGAGAATGAAGAGGGAAGTGAAGGAGAGCTGGTGGTACGGTTTGGAGAGACTCTTCCCAAGCTAAAGCCCATT 
BSFVKSQEGENEEGSBGELVVRFGBTLPKLKPIISDPEYLLDQHILISIK 

1875 1950 
TCCTCTGACAGTGACGAGTCCTATGGTGAAGGCTGCATTGCCCTTCGCTTGGAGACCACAGAGGCTCAGCATCCTATCTACACGCCTCTCACCCACCATGGGGAGATGACTGGCCACTTCAGGGGAGAGATTAAGCTGCA^ 
SSDSDBSYGEGCIALRLBTTEAQHPIYTPLTHHGEMTGHFRGBIKLQTSQ 

2025 2100 
GGCAAGATGAGGGAGAAGCTCTATGACTTTGTGAAGACAGAGCGGGATGAATCCAGTGGAATGAAATGCTTGAAGAACCTCACCAGCCA 
GKMRBKLYDFVKTERDESSGMKCLKNL'-'TSHDPMRQWEPSGRVPACGVSSL 

2175 2250 

G K S T L S P D Q Q L T A W S Y D Q L P K D S S L G P G R G E~ 
2325 2400 
GGTCCTCCAACCCCTCCCTCCCAACCACCTCTGTCGCCAAAGAAGTTTTCATCTTCCAGAG CCAACCGAGGTCCCTGCCCCAGGGTGCAAGAGGCAAGACC 
' GPPTPPSQPPLSP KKF SS STANRGPCPRVQEARPGDLGKVEALLQEDLLL 

2475 2550 



TKPBMFENPLYGSVSSFPKLVPRKEQESPKMLRKEPPPCPDPGISSPSIV 

2625 2700 
CTCCCCAAAGCCCAAGAGGTGGAGAGTGTCAAGGGGACAAGCAAACAGGCCCCTGTGCCTGTCCTTGGCCCCACACCCCGGATCCGCTCCT1TACCTGTTCTTCTTC 
LPKAQBVESVKGTSKQAPVPVLGPT PRIRSFTCSSSABGRMTSGDKSQGK 

2775 2850 
CCCAAGGCCTCAGCCAGTTCCCAAGCCCCAGTGCCAGTCAAGAGGCCTGTCAAGCCTTCCAGGTCAGAAATGAGCCAGCAGACAACACCCATCCCAGCTCCACGGCCACCCCTGCCAGTCAAGAGTCCTGCTGTCCTC 
PKASASSQAPVPVKRPVKPSRSEMSQQTTPIPAPRPPLPVKSPAVLQLQH 

2925 

TCCAAAGGCAGAGACTACCGTGACAACACAGAACTCCCCCACCATGGCAAGCACCGCCAAGAGGAGGGGCTGCTTGGCAGGACTGCCATGCAGTGA 
SKGRDYRDNTELPHHGKHRQEEGLLGRTAMQ* 



FIG. 2 
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FIG. 3 
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FIG. 4 
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FIG. 5 




FIG. 6 



1 SIP-110 SSR-like region 



catggaagactctttccggTGCCCACTAATCCTTGATGTTC 



42 787 



ACCTTGTCCCCTGCCCCCAGAGAAGTCATCCGGA 



CCCTCCCATCCCTGGAGTCTCTGCAGAGGTTATT 



TGACCAGCAGCTCTCCCCGGGCCTCCGTCCACG 



874 



TCCTCAGgtaaagggtcttggggttgaaaaggtgagattaataccc 
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FIG. 7 



12 3 4 5 



anti-SHIP 1 :2000 
anti- mouse 1:80 000 

anti-actin 0.8 ng/ml) 
anti-goat 1 :80 000 




1 ) Control SHIP 

2) Control sSHIP 
(non treated ES cells) 

3) ES cell treated with negative control 

4) ES cell treated with 
shRNA against SHIP 

5) ES cell treated with shRNA 
against SHIP (EGFP marker) 



FIG. 8 



